. Information about input files used in downstream analyses of RADseq data. The filters used in the STACKS program population: -r: minimum individuals in a population required to process a locus for that population (given as percentage). -p: minimum number of populations in which a locus must be present to process a locus (given as percentage). In all cases, only loci that contained 1-10 SNPs were included (-W: giving a whitelist of which loci to allow), and for the four first files only one SNP per locus was selected (--write_single_snp Populations are named according to ecotype (B = beach, E = estuary, S = spring) and geography (T = Troms, L = Lofoten), see Table 1 . For loci labelled with an asterisk, annotation information is given in Table 3 . Table S6 . Microsatellite primers developed for other Brassicaceae species and tested for cross-amplification in Cochlearia. Primers were selected based on Skrede et al. 1 , but reference to the original publications are given for all tested primers. Primers marked with an asterisk were used in the final microsatellite analysis of 120 tetraploid C. officinalis individuals from Northern
Norway. Annealing temperature (Ta) is given for primers resulting in successful amplification.
Fragment length is given for the microsatellites that were scorable in GENEMAPPER.
Methods S1 Flow cytometry
Relative fluorescence intensities were estimated by flow cytometry. 
